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mutation Missense 3 _isall 4abasl) 5 ikl 1
TAC GTG ATA CCA AAG TAG ACT DNA
AUG CAC UAU GGU UUC AUC UGA RNA
Met his tyr gly phe ile —  Protein
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TAC GTG ATA GCA AAG TAG ACT DNA

AUG CAC UAU CGU UUC AUC UGA RNA

Met his tyr arg phe ile — Protein
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TAC GTG ATA CCA AAG TAG ACT DNA

AUG CAC UAU GGU UUC AUC UGA RNA

Met his  tyr gly phe ile — Protein

TAC GTG ATA CGA AAG TAG ACT DNA
AUG CAC UAU GCU UUC AUC UGA RNA
Met his  tyr ala phe ile —  Protein
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GTG ATA CCA AAG TAG ACT DNA
CAC UAU GGU UUC AUC UGA RNA
his  tyr gly phe ile — Protein
GTG ATA CCG AAG TAG ACT DNA
CAC UAU GGC UUC AUC UGA RNA
his tyr gly phe ile — Protein
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GTG ATA CCA AAG TAG ACT DNA
CAC UAU GGU UUC AUC UGA RNA
his  tyr gly phe ile - Protein

GTG ATT CCAﬂAAG TAG ACT DNA
CAC UAA GGU UUC AUC UGA RNA

his - - - - - Protein
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